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• R-ISS : « higher that the cutoff  threshold defined by each lab »

• R2-ISS : 10 to 20%

• IFM : 50-55%

• Until 1% in some clinical studies ! 

Del17p (8-10% of NDMM) : which prognostic cut off by FISH ?



Thakurta et al. Blood 2019

Del17p (8-10% of NDMM) : which prognostic cut off by FISH ?
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Spanish group data

Del17p <10% (998 patients)
Del17p 10%-20% (50 patients)
Del17p 21-50% (34 patients)
Del17p >50% (50 patients)

Del17p (8-10% of NDMM) : which prognostic cut off by FISH ?
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Corre et al. Blood 2021

Do we need TP53 mutational status ?
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Prognostic impact of del(1p32) : 10% of NDMM, including 1/5 biallelic 
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Prognostic impact of del(1p32) : 11% of NDMM, including 1/5 biallelic 
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Heterogeneous prognostic impact of t(4;14) : 10-15% of NDMM  

CoMMpass datasetSM
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Prognostic impact of t(14;16) : 1-3% of NDMM 



Prognostic impact of t(14;16)  
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Prognostic impact of Gain 1q : 35% NDMM !
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Conclusion

• The IMS Panel recommends the use of this HRMM definition in all clinical trials going forward and in routine practice.

• The HR subset should  represent around 20% of NDMM patients. 

• Represents an important step toward risk-stratified therapeutic approaches in routine.

• We hope that this definition will promote the design and conduct of clinical trials FOCUSED on patients with HRMM

• NGS-based definition, but available data with FISH (report the cut-offs positivity used)

• Do we need an ultra high risk definition ?

• FUTUR : continue to explore GEP, CTC, EMD, APOBEC, chromotrypsis, TSG mutations, GPRC5D/BCMA mutations, number 
of focal lesions, immune profile …….
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